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To be covered today

• What is a sequence listing? And how is it used?

• WIPO ST.26 and its benefits for patent applicants/offices

• Introduction to WIPO Sequence

• INSDC and Patentscope databases

• Sequence similarity search tools
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A sequence listing… 

• Contains nucleotide and/or amino

acid sequences disclosed in a

patent application and this forms

part of the description.

• It includes description information

about each sequence known as

annotations

• Conforms to the requirements of a

relevant WIPO Standard (WIPO ST.25

or ST.26)

Allows for the sequence data of an invention to 

be searchable:

• Inside an IP Office

• In publicly available genomic databases
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How is a sequence listing used (simplified)? 

Sequence listing 
generated by 

applicant compliant 
with WIPO ST.26

Sequence listing + 
patent specification 

filed at receiving 
office

Sequence listing is 
validated to ensure 

compliance with 
WIPO ST.26

Examiners use 
content of sequence 

listing to perform 
novelty search

After approval, 
patent sequence 

data sent to 
international public 

DB

Users can search 
data once published

3

3

4

TWM/2/15 Rev. 
Annex, page 2



WIPO Standard ST.26 (1)

• A set of recommendations for the presentation of nucleotide or amino

acid information in an XML (eXtensible Markup Language) format

• It is mandatory that from July 1, 2022 that all sequence listings filed at

the international, regional and national levels must be in compliance with

this Standard

• Any nucleotide sequences disclosed within a patent specification which

include more than 10 specifically defined residues OR for amino acid

sequences more than 4 specifically defined amino acids

• Reuses public genomic database vocabularies

• Comprises a single XML document disclosing both sequence data and

bibliographic data associating it with the relevant patent application
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WIPO Standard ST.26 (2)

• Standard comprised of:

• Main body

• Annex I: INSDC controlled vocabulary

• Annex II: ST.26 Document Type Definition (DTD)

• Annex III: Example sequence listing

• Annex IV: Allowable character subset

• Annex V: IP Office data exchange for Offices

• Annex VI: Guidance document plus sequence examples

• Annex VII: Recommendations for transformation from

WIPO ST.25 to ST.26
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WIPO ST.26 Benefits (1)

Acceptance of a 
single sequence 
listing worldwide 

Guidance to 
ensure 
agreement on 
application of 
sequence rules

Clarifies what 
sequence 
disclosures are 
required or 
permitted e.g., 
Annex VI

Enhanced 
submission 
quality due to the 
XML structured 
format

Increased 
automation: data 
validation, 
analysis and 
processing
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WIPO ST.26 Benefits (2)

Data compatibility 
with data provider 
requirements

Standardization of 
feature annotations 
and 
locations,qualifiers, 
sequence variants

Requirement for 
the inclusion of 
additional types of 
sequences: more 
searchable 
sequence data
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WIPO ST.26 example: Annex III 8

WIPO Sequence: introduction

• Free desktop tool developed by WIPO to support the authoring, validation and generation of sequence 

listings compliant with WIPO Standard ST.26

• All installation packages and user support documentation can be downloaded from the WIPO Sequence 

homepage at: https://www.wipo.int/standards/en/sequence

• Interface is provided in the 10 Patent Cooperation Treaty (PCT) publication languages and for 3 

operating systems

• Use of WIPO Sequence simplifies ST.26 XML creation with a user-friendly interface: no need to ever 

directly edit an XML file

• First stable release, version 1.0.0 published in November 2020 for user testing

• Current version in production is version 2.3.0

• Note: all generated sequence listings and project data entered into the tool are stored locally (on the 

users computer only).
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INSDC databases

International Nucleotide Sequence 
Data Collaboration (INSDC)

Collaboration between: 

• DDBJ: DNA Databank of Japan

• EMBL-EBI: The European Bioinformatics

Institute

• NCBI: National Center for Biotechnology

Information (GenBank)

INSDC databases are publicly searchable and 

there is no restrictions on the access or use of 

this data

IP Offices that submit published/issued application 

sequence data to INSDC include:

• European Patent Office

• Japanese Patent Office

• Korean Intellectual Property Office

• United States Patent and Trademark Office

Data which is ingested must comply with strict 

guidelines including compliance with the controlled 

vocabulary and DTD

WIPO ST.26 Annex I is a complete list of this 

controlled vocabulary
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PATENTSCOPE

PATENTSCOPE is a free database containing 115 million patent 

documents which is maintained by WIPO including:

• All PCT applications which are Open for Public Inspection

(OPI)

• National collections made available to WIPO

• Non Patent Literature (NPL) data including IEEE publications

https://patentscope.wipo.int/search/en/search.jsf

PATENTSCOPE also publishes on a weekly basis sequence 

listings which are received but only as ZIP files at: 

https://patentscope.wipo.int/search/en/sequences.jsf
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Similarity Search Examples - INSDC

• National Center for Biotechnology 

Information (NCBI) offers BLAST free 

comparison tool which is also used by 

European Nucleotide Archive (ENA)

• “The Basic Local Alignment Search 

Tool (BLAST) find regions of local 

similarity between sequences. The 

program compares nucleotide or 

protein sequences to sequence 

databases and calculates the 

statistical significance of matches”
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Soybean example in BLAST 13
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Similarity Search Examples – Patent Offices

• PatSeq Finder: search based on BLAST for 

sequence data saved in The Lens patent 

database

• “The Lens’ unique open PatSeq facility allows 

you to search, analyze and share biological 

sequences disclosed in patents. This is the 

world’s largest publicly available database with 

internal transparency metrics.”

• Requires an account for use

• Includes sequence listings in original WIPO 

ST.26 format

Soybean example in PatSeq Finder

Abstract: Polynucleotides useful for improvement 
of plants are provided. In particular, polynucleotide 

sequences are provided from plant sources. 
Polypeptides encoded by the polynucleotide 
sequences are also provided. The disclosed 
polynucleotides and polypeptides find use in 

production of transgenic plants to produce plants 
having improved properties.

Status: abandoned
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Any questions: 
standards@wipo.int

WIPO Standard ST.26:
https://www.wipo.int/export/sites/www/standards/en/
pdf/03-26-01.pdf

WIPO Standards webinars:
https://www.wipo.int/meetings/en/topic.jsp?group_id 
=330

2024
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