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The annex to this document contains a copy of a presentation on “Maize DNA fingerprint database
management system”, to be made at the thirty-seventh session of the TWC.
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Difficulties in management of DNA test

Tracking of Managem : process
test history? ent of Data gles standardi
Panel? loss: zation?

Need for the efficiency of DNA data analysis

Low efficiency for data processing

Import
DNA data

Trouble'in
data
analysis?

eliability for Combine

DNA data
?

DB creation?

to DB?




TWC/37/6
Annex, page 3

7

crease
Software
automation

Auto-DNA data
importing to DB

Barcode for key data

Design standardized

Auto DNA data
combination

Auto DNA data
comparation

Auto data analysis

Based BMT Guidelines, expanded on domestic application characteristi9

Decrease arbitrariness, increase normalization )
Sacrifice flexibility, gain common sense )

/ \ DNA combination ;gorithm

Base Data 1est Data

o User an D:lzp es
. _— o

o Primer Data persistence / o PCR Plate

Panel
- - N o Electrophores
o Electrophores Algorithm ‘s Plat

is Analyser I —— L oy 212

History tracking FSA fi Ies:

DVIV\IrAicémp;rison algorithm




TWC/37/6
Annex, page 4

NeIEIE

Architecture Beie

Design Experiment
DNA fingerprint combination
DNA fingerprint comparison

-
51

DNA fingerprint persistence
Images persistence

Exchange

Load Panels
Auto DNA analyse

Upload DNA&Images

Analyser

3. DNA persistence
Service




TWC/37/6
Annex, page 5

All Plant Species

Purity Multi-mark: SSR/SNP/INDEI

Paternity Authenticity
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Normal peaks Successive peaks
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Comparison pairwise in selected range

Customized Comparison pairwise with customized criteria
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Number of DNA Fingerprints

Data Source: SSR3 Fingerprint Database Management System

119,197
104,972
93,675
83,571 I 80,396
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@ YEAR

105,154

2019.8

..ATGAC.... ACACGCCA.... TCGGGGTC.... GTCGACCG...
...GTGAC.... ACACGCCA.... TCGAGGTC.... GTCAACCG...
...GTGAC.... ACATGCCA.... TCGGGGTC.... GTCAACCG....
..GTGAC.... ACACGCCA.... TCGGGGTC.... GTCGACCG...

.TCGT....
. TCGC....

TCGT....

.TCGT....

Thanks for your

attention!

[End of Annex and of document]
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