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Internal Central Database NEPER
____ .

® Run under Oracle system
® Data model is based on 100 tables
 Database is not accessible from outside
® Concerns around 30 end users

 Store differents type of data : Electrophoteric data,
chromatographic data, biomolecular data
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Internal Central Database NEPER
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Internal Central Database NEPER
____ .

® Sump up of the data
model to focus on
storage of BM data
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Internal Central Database NEPER

Y

 BM data are stored as presence or absence of each allele of
each locus (large volumes of data, speed of statistical or
numerical processes, -...)

# Up to now, the table that store BM data, reach 30 million
lines

3 types of markers are stored
« ISSR (2008)
« SSR (2008)
« SNP (2012)
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External Database GEMMA
____ .

® We developed in 2010-2011 a technical website “‘GEMMA” to share
DUS data beetween diferent couple Specie/Country.

® This development was made i the ramework of CPVO RED project
“CPVBE48" (Management of peach fhree reference calletions). This
project involved 4 countries: Spain, Hungary, Italy and France.

 1n2017,a new CPVO R&D project “Potato lI* (Management of
Potato reference cellecnansfhave been include in GEMMA website.
This project involves 9 countries: Germany, Slovakia, Netherlands,
Austria, Ireland, United Kingdom, Spain, Poland and Czech Republic.
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External Database GEMMA
____ .

I 2018, a new CPVO R&D project *Melon database”
(Setting up of a database with descriptions and photos of
melon varieties of common knowledge) should be include in
GEMMA website. This project involves 5 countries:
Netherlands, Slovakia, Spain, Portugal and France.

® Store differents type of data : Qualitative data
(=Observations), Quatitative data (=Measurements),

Biomolecular data, Digital pictures
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External Database GEMMA
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External Database GEMMA
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Main uses of BM data in the framework of
DUS testing

® Computation of genetic distance to be used in the combined
approach with morphological distance trough the GAIA software
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Main uses of BM data in the framework of
DUS testing : Combined approach

GAIA
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Main uses of BM data in the framework of DUS testing :
Assement of Hybrid conformity





image16.png
Main uses of BM data in the framework of DUS testing :
Assement of hybrid conformity
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To conclude

.
Single database of BM data ? (Pluto, VarietyFinder, ...)

-)

® Type of BM data ? (Genetic distance, DNA profil,

® Storage format of BM data ?
 Harmonization of referential data ? (locus, allele, marker, ...)
® Strong link between differents information system ?

® Data access methods ? (Text file, WebService, ..)
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IT developments for management of BM

data
- .

® Internal Central database associated with a client/server
graphic interface named NEPER

 External database associated with a web graphic interface
named GEMMA
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