UPOV E

International Union for the Protection of New Varieties of Plants

Technical Working Party on Automation and Computer Programs  TWC/35/19

Thirty-Fifth Session Original: English
Buenos Aires, Argentina, November 14 to 17, 2017 Date: November 20, 2017

ARGENTINE EXPERIENCE USING GAIA SOFTWARE

Document prepared by the Office of the Union

The Annex to this document contains a copy of a presentation “Argentine Experience Using GAIA Software”
made at the thirty-fifth session of the Technical Working Party on Automation and Computer Programs
(TWC).

[Annex follows]



TWC/35/19
ANNEX

m ) Ministerio de Agroindustria
— e ¥7 Presidencia de la Nacién

INSTITUTO NACIONAL DE SEMILLAS

ARGENTINE EXPERIENCE USING GAIA
SOFTWARE

Argentine PWP Office
INASE




TWC/35/19
Annex, page 2

BACKGROUND

= 2012 - 2015 Thresheld calibration trial for melecular markers based on
the example of parent lines in Maize from France.

» 20135 Training session on GAIA for Argentine examiners, led by
Christaphe Chevalier and Christelle Guitouni.

» Mowadays, we are working on GAILA thresholds to check distinctness in
soybeaan, wheat, grapevine and sunflower.,
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INASE SOFTWARE FOR DISTINCTNESS:
DIF SOFTWARE

» Developed in Argentina - 19594,

» Used to distinguish varieties by considering QL and QN characteristics.

» Usefull to provide a variety description.

The near futurea:
Add molecular markers analysis for the distinctness examination
of soybean varieties.

1
GAIA
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SOYBEAN
Importance of GAIA software

- Average number of aplications per year: 130 varieties.
(Number of registered varieties: 330

= Faw number of characteristics to be usead for
distinctness.

The list of most similar varieties is exdtensive

1

Therefore, a big amount of varieties should be tested on the

field.
{1

This methodology represents high
costs and less efficiency
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QL and QN
Characteristics

Molecular
Markers

Improvement of the management of
variety collections
with less varieties needing to be
compared in the field

[
LNALTE Ej Provlicinres o 1 Mes




TWC/35/19
Annex, page 4

SOYBEAN TRIALS FIELD

» This field trial were made to be compared with maolecular markers
results, if both match then were the best finding selection.

» Design: 6 candidates and 11 varieties to be compared per each
candidate.

» Test years: 2012-2013, 2013-2014 and 2014-2015.

» Methodology: evaluation made on set of pairs and classification
accarding to the Geves Maize Model.

» The comparison was made by experts of the PVP Office and Breeders.
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DESK WORK

= Salection of » Group = Assign » Process the
relevant characteristics weightings to malecular data
characteristics __,  in 3 levels: ___ each to select the
for the least reliable. characteristic malecular
distinctness of reliable and markers
wvarieties mast reliable

|

= Comparison
between molecular
genctypes analysis
and phenctipical
results

|

» Selection of the

Launch morphological
GAIA for " and molecular
CoOMmparnison thresholds
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WEIGHT ASSIGNMENT IN A CHARACTERISTIC
= Growth type:

+ 1 = Determinate
+ 2 = Semideterminate
+ 3 = Indeterminate

‘The experts add a weight to the comparsons of the levels of
expression

Comparison of notes with their weights
Diference TWeight

Dsterminzte (1) vs Determinats (1) 1] 1]
Dsterminzte (1) va Semidaterminats (1) 1 1]
Disterminate (1) va Indaterminats (3) 2 £
Semidsterminate (1) v Semidsterminats (1) 1] 1]
Semidsterminate (1) ve Indst=rminate (3] 1 a
Indsterminzts (3] vs Indeterminats (3) 1] 1]
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EXPERIENCE ON GRAPEVINE
DIFERENCIATION WITH GAIA AND DIF

« With the DIFinformation we prepared the GAIA database for grapevine.
» Prepared the matriz weight per each characteristic.

» Launch the GAIA and DIF comparison simultaneocusly.

» Compared the comparisons of both softwares.

» Adjust the weights to generate more precision on GAIA Software.

[
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FINAL THOUGHTS...

= Year 2018-2019, biomolecular distances could be use for the
distincness examin soybean.

» Continue using GAIA software for phenctipical distinguish in other
species,

» For future, extend the use of GALA with molecular distances in other
species.
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THANKS FOR YOURATTENTION

Thea PVP Office staff
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