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Document prepared by experts from France

1. The BMT agreed that, where agreed by the relevant experts, the presentations made at
the meeting should be made available in the BMT document section of the UPOV website, as
addenda to the relevant documents.  This document contains a copy of the presentation made
by Mr. Eric Bonnel (France) for document BMT/9/4.
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Potato
Variety Identification

(Genotyping)

Reproducibility
&

« Weak Alleles »

2

SSRs

�112 primer pairs
� 71 � polymorphism

� 55  � 66 discrete loci mapped
� 23 � chromosome designation

MILBOURNE D. & al. (1998)

Isolation, characterisation and mapping of
simple sequence repeat loci in potato.

Mol Gen Genet 259:233-245

3

Year 2004
Variety Identification

(Set 1)

10 loci
• LERNALX:  4 alleles
• STM0037:   6 alleles
• STM1003: 10 alleles
• STM1064:   4 alleles
• STM1097:   6 alleles
• STM1100: 16 alleles
• STM1105:   9 alleles
• STM2005:   4 alleles
• STM2020:   9 alleles
• STM3012:   6 alleles

�74 alleles
4

5 Loci

Lernalx STM00
37

STM30
12 STM1

105

STM106
4
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G96TD01007
G96TT238006
CA-RalphsW
80 - ROSANNA - 03B01K
81 - ROSANNA - 03B05P1
82 - ROSANNA - 03B06Z1
75 - PAMELA - 03B01K
79 - ROSABELLE - 03B01E
Stemster-02B01P
91 - STEMSTER - 03B01C
92 - STEMSTER - 03B01E1
37 - CLAUSTAR - 03B02Z
49 - G95TT061004 - 03B07Z
46 - FANCHETTE
G96TT018016
USW1348
72 - ODESSA - 03B05E1
G96TT095002
38 - COROLLE - 03B03E1
Alowa-02B01P
8 - ALOWA - 03B01E
20 - APOLLINE - 03B04E1
21 - APOLLINE - 03B04Z
35 - CHERIE - 03B02E1
36 - CHERIE - 03B02Z1
83 - SAMBA - 03B01K
84 - SAMBA - 03B02E
G92TT140007-02B01P
85 - SASSY - 03B01E1
53 - G97SC198002
52 - G97SC164002
G92TT132012-02B02P
39 - CROSTY - 03B02E1
78 - POMFINE - 03B01J
77 - PENELOPE - 03B01X
87 - STARTER - 03B01M
88 - STARTER - 03B02C
89 - STARTER - 03B02P1
90 - STARTER - 03B02Z
61 - JENNY - 03B02E1
93 - SUPERSTAR - 03B02Z
94 - V. FLEISH
Charlotte
30 - CHARLOTTE - 03B01K
31 - CHARLOTTE - 03B02E1
32 - CHARLOTTE - 03B02P1
33 - CHARLOTTE - 03B02Z
34 - CHARLOTTE - 03B03Z1
Charlotte-02B02P
96 - VIOLETTE (JosÈphine) - 03B03E1
Amandine-02B03P
9 - AMANDINE - 03B01M
10 - AMANDINE - 03B02F
11 - AMADINE - 03B03P1
12 - AMADINE - 03B03E1
13 - AMANDINE - 03B03P1
14 - AMANDINE - 03B03Z
1 - 94F204.2
2 - 94F204.2 - 03B01Z1
3 - 94F204.2 - 03B03Z
55 - G97TD002006
15 - AMYLA - 03B01M
16 - AMYLA - 03B02F
17 - AMYLA - 03B03C
18 - AMYLA - 03B03E
19 - AMYLA - 03B04C
41 - DAIFLA - 03B01E1
42 - DAIFLA - 03B01Z1
62 - JULIETTE - 03B04E1
63 - JULIETTE - 03B04Z1
64 - JULIETTE - 2001 Nord
65 - JULIETTE - 2002 Bret
66 - JULIETTE - 2002 Chtf
67 - JULIETTE - 2002 Nord
51 - G95TT236007 - 03B01Z
58 - G97TT228006
73 - ONDINE - 03B01E1
74 - ONDINE - 03B04K
59 - G97TT228007
USNY122
Atlas (Aida-02B09P)
22 - ATLAS - 03B01K
24 - ATLAS - 03B03Z1
25 - ATLAS - 03B04Z
26 - ATLAS - 03B08E1
27 - ATLAS - 03B08P
23 - ATLAS - 03B02F
86 - SPUNTA - 03B01P1
Maestro-02B02P
68 - MAESTRO - 03B02E1
Charyb001
AÔda (Atlas-02B08P)
4 - AIDA - 03B02E1
5 - AIDA - 03B02P
6 - AIDA - 03B02Z
7 - AIDA - 03B1K
76 - PAMINA - 03B01Z
95 - V. NOIRE
40 - CYNTHIA - 03B04Z
71 - MARINE - 03B01E1
54 - G97SC265001
43 - DAISY - 03B01E1
44 - DAISY - 03B01J
45 - DAISY - 03B01Z
G96TT197008
48 - G93TT264013 - 03B03Z
50 - G95TT099007 - 03B05Z
56 - G97TT013004
57 - G97TT013008
60 - G97TT260001
28 - B.C.B
29 - BLAUE S.
G96TT097001
69 - MAGIC RED - 03B03E1
70 - MAGIC RED - 03B10Z

51015202530354045

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:W:\Genotypage\Marquage\Projet PDT en cours\59638\/59638.txt
Nei and Li metric
Group Average method
115 samples,  74 alleles derived from 10 loci.
Calculated the 13th May 2004 at 14h35 
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Year 2004
 Variety Identification

 (Set 1)

 8 Loci
• LERNALX:   4 alleles
• STM0037:   6 alleles

• STM1003: 10 alleles

• STM1064:   4 alleles
• STM1097:   6 alleles

• STM1100: 16 alleles

• STM1105:   9 alleles
• STM2005:   4 alleles
• STM2020:   9 alleles
• STM3012:   6 alleles

�   48 alleles
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60 - G97TT260001
USW1348
66 - JULIETTE - 2002 Chtf
65 - JULIETTE - 2002 Bret
67 - JULIETTE - 2002 Nord
62 - JULIETTE - 03B04E1
63 - JULIETTE - 03B04Z1
64 - JULIETTE - 2001 Nord
42 - DAIFLA - 03B01Z1
41 - DAIFLA - 03B01E1
61 - JENNY - 03B02E1
16 - AMYLA - 03B02F
17 - AMYLA - 03B03C
15 - AMYLA - 03B01M
19 - AMYLA - 03B04C
18 - AMYLA - 03B03E
G96TT095002
13 - AMANDINE - 03B03P1
12 - AMANDINE - 03B03E1
9 - AMANDINE - 03B01M
11 - AMANDINE - 03B03P1
14 - AMANDINE - 03B03Z
10 - AMANDINE - 03B02F
Amandine-02B03P
3 - 94F204.2 - 03B03Z
1 - 94F204.2
2 - 94F204.2 - 03B01Z1
96 - VIOLETTE (JosÈphine) - 03B03E1
32 - CHARLOTTE - 03B02P1
33 - CHARLOTTE - 03B02Z
30 - CHARLOTTE - 03B01K
31 - CHARLOTTE - 03B02E1
Charlotte-02B02P
34 - CHARLOTTE - 03B03Z1
Charlotte
55 - G97TD002006
59 - G97TT228007
76 - PAMINA - 03B01Z
93 - SUPERSTAR - 03B02Z
88 - STARTER - 03B02C
89 - STARTER - 03B02P1
87 - STARTER - 03B01M
90 - STARTER - 03B02Z
77 - PENELOPE - 03B01X
39 - CROSTY - 03B02E1
G92TT132012-02B02P
40 - CYNTHIA - 03B04Z
79 - ROSABELLE - 03B01E
46 - FANCHETTE
G92TT140007-02B01P
85 - SASSY - 03B01E1
53 - G97SC198002
80 - ROSANNA - 03B01K
81 - ROSANNA - 03B05P1
82 - ROSANNA - 03B06Z1
75 - PAMELA - 03B01K
CA-RalphsW
49 - G95TT061004 - 03B07Z
50 - G95TT099007 - 03B05Z
G96TT238006
48 - G93TT264013 - 03B03Z
G96TT197008
35 - CHERIE - 03B02E1
36 - CHERIE - 03B02Z1
84 - SAMBA - 03B02E
83 - SAMBA - 03B01K
8 - ALOWA - 03B01E
Alowa-02B01P
38 - COROLLE - 03B03E1
21 - APOLLINE - 03B04Z
20 - APOLLINE - 03B04E1
73 - ONDINE - 03B01E1
74 - ONDINE - 03B04K
58 - G97TT228006
51 - G95TT236007 - 03B01Z
G96TD01007
G96TT097001
22 - ATLAS - 03B01K
27 - ATLAS - 03B08P
25 - ATLAS - 03B04Z
23 - ATLAS - 03B02F
26 - ATLAS - 03B08E1
Atlas (Aida-02B09P)
24 - ATLAS - 03B03Z1
86 - SPUNTA - 03B01P1
Maestro-02B02P
68 - MAESTRO - 03B02E1
37 - CLAUSTAR - 03B02Z
72 - ODESSA - 03B05E1
G96TT018016
71 - MARINE - 03B01E1
44 - DAISY - 03B01J
43 - DAISY - 03B01E1
45 - DAISY - 03B01Z
54 - G97SC265001
Stemster-02B01P
91 - STEMSTER - 03B01C
92 - STEMSTER - 03B01E1
52 - G97SC164002
78 - POMFINE - 03B01J
29 - BLAUE S.
28 - B.C.B
94 - V. FLEISH
56 - G97TT013004
57 - G97TT013008
4 - AIDA - 03B02E1
7 - AIDA - 03B1K
5 - AIDA - 03B02P
6 - AIDA - 03B02Z
AÔda (Atlas-02B08P)
95 - V. NOIRE
Charyb001
USNY122
70 - MAGIC RED - 03B10Z
69 - MAGIC RED - 03B03E1

51015202530354045

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:C:\Documents and Settings\StÈphanie\Mes documents\Eurofins\clients\Germicopa\59638 suite\/suite.txt
Nei and Li metric
Group Average method
115 samples,  47 alleles derived from 8 loci.
the 14th June 2004 at 10h09 
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Year 2004
Identity Control

 (Set 2)

 4 Loci
• LERNALX:   4 alleles
• STM0037:   6 alleles

• STM1003: 10 alleles
• STM1064:   4 alleles
• STM1097:   6 alleles
• STM1100: 16 alleles

• STM1105:   9 alleles
• STM2005:   4 alleles
• STM2020:   9 alleles

• STM3012:   6 alleles

� 25 alleles
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Amyla-02B05X
Amyla-02B01M
Amyla-02B03Z
Amyla-02B02C
Amyla-02B04X
Amyla-02B03C
15 - AMYLA - 03B01M
18 - AMYLA - 03B03E
19 - AMYLA - 03B04C
17 - AMYLA - 03B03C
16 - AMYLA - 03B02F
53 - G97SC198002
60 - G97TT260001
85 - SASSY - 03B01E1
Aida-02B01K
7 - AIDA - 03B1K
6 - AIDA - 03B02Z
Aida-02B02Z
4 - AIDA - 03B02E1
5 - AIDA - 03B02P
95 - V. NOIRE
Mariana-02B09Z
28 - B.C.B
29 - BLAUE S.
Blondy-02B01Z
78 - POMFINE - 03B01J
Pomfine-02B01X
86 - SPUNTA - 03B01P1
Spunta-02B01F
Atlas-02B02M
22 - ATLAS - 03B01K
25 - ATLAS - 03B04Z
Atlas-02B01F
26 - ATLAS - 03B08E1
27 - ATLAS - 03B08P
23 - ATLAS - 03B02F
Atlas-02B02Z
Atlas-02B08E
24 - ATLAS - 03B03Z1
Claustar-02B02E
37 - CLAUSTAR - 03B02Z
72 - ODESSA - 03B05E1
Odessa-02B08E
Sahel-02B01F
Manuela-02B01E
68 - MAESTRO - 03B02E1
Maestro-02B01F
Daisy-02B01F
Daisy-02B01E
43 - DAISY - 03B01E1
45 - DAISY - 03B01Z
Daisy-02B02J
44 - DAISY - 03B01J
Daisy-02B03X
Daisy-02B01Z
54 - G97SC265001
40 - CYNTHIA - 03B04Z
71 - MARINE - 03B01E1
Marine-02B02E
Marine-02B01F
Marine-02B02Z
91 - STEMSTER - 03B01C
92 - STEMSTER - 03B01E1
Stemster-02B01C
57 - G97TT013008
32 - CHARLOTTE - 03B02P1
31 - CHARLOTTE - 03B02E1
Charlotte-02B02Z
Charlotte-02B01K
34 - CHARLOTTE - 03B03Z1
Charlotte-02B02E
33 - CHARLOTTE - 03B02Z
30 - CHARLOTTE - 03B01K
Corolle-02B05E
Corolle-02B02X
Corolle-02B01M
Corolle-02B05Z
38 - COROLLE - 03B03E1
Amandine-02B03Z
14 - AMANDINE - 03B03Z
Amandine-02B01F
9 - AMANDINE - 03B01M
Amandine-02B02K
12 - AMANDINE - 03B03E1
10 - AMANDINE - 03B02F
11 - AMANDINE - 03B03P1
13 - AMANDINE - 03B03P1
3 - 94F204.2 - 03B03Z
1 - 94F204.2
2 - 94F204.2 - 03B01Z1
55 - G97TD002006
59 - G97TT228007
Pamina-02B08Z
76 - PAMINA - 03B01Z
Pamina-02B01K
65 - JULIETTE - 2002 Bret
67 - JULIETTE - 2002 Nord
63 - JULIETTE - 03B04Z1
64 - JULIETTE - 2001 Nord
66 - JULIETTE - 2002 Chtf
Juliette-02B09E
62 - JULIETTE - 03B04E1
Juliette-02B01X
41 - DAIFLA - 03B01E1
G93TT018008-02B01E
42 - DAIFLA - 03B01Z1
Penelope-02B01X
77 - PENELOPE - 03B01X
51 - G95TT236007 - 03B01Z
21 - APOLLINE - 03B04Z
20 - APOLLINE - 03B04E1
G93TT028013-02B01E
G93TT028013-02B01Z
96 - VIOLETTE (JosÈphine) - 03B03E1
Jenny-02B02Z
61 - JENNY - 03B02E1
52 - G97SC164002
87 - STARTER - 03B01M
89 - STARTER - 03B02P1
88 - STARTER - 03B02C
90 - STARTER - 03B02Z
Starter-02B01C
39 - CROSTY - 03B02E1
Fanchette-02B06Z
Fanchette-02B06E
Fanchette-02B01X
46 - FANCHETTE
G94TD016007-02B04E
G94TD016007-02B02Z
79 - ROSABELLE - 03B01E
Rosabelle-02B01E
94 - V. FLEISH
Pamela-02B05E
80 - ROSANNA - 03B01K
Pamela-02B02Z
81 - ROSANNA - 03B05P1
82 - ROSANNA - 03B06Z1
Rosanna-02B02E
Alowa-02B01Z
8 - ALOWA - 03B01E
Cherie-02B01K
Cherie-02B02E
35 - CHERIE - 03B02E1
36 - CHERIE - 03B02Z1
Cherie-02B02Z
83 - SAMBA - 03B01K
Samba-02B02E
84 - SAMBA - 03B02E
Carmine-02B01E
50 - G95TT099007 - 03B05Z
75 - PAMELA - 03B01K
56 - G97TT013004
49 - G95TT061004 - 03B07Z
48 - G93TT264013 - 03B03Z
Superstar-02B01Z
93 - SUPERSTAR - 03B02Z
58 - G97TT228006
73 - ONDINE - 03B01E1
Ondine-02B01E
74 - ONDINE - 03B04K
70 - MAGIC RED - 03B10Z
69 - MAGIC RED - 03B03E1
USN38.4-02B03Z

51015202530354045

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:C:\Documents and Settings\StÈphanie\Mes documents\Eurofins\clients\Germicopa\59638 suite\/suite.txt
Nei and Li metric
Group Average method
163 samples,  24 alleles derived from 4 loci.
Calculated the 14th June 2004 at 10h19 
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2004 & 2005
Variety Identification

 (Set 1+3)

 7 Loci
• LERNALX:   4 alleles
• STM0037:   6 alleles

• STM1003: 10 alleles

• STM1064:   4+3 alleles
• STM1097:   6 alleles
• STM1100: 16 alleles

• STM1105:   9+2 alleles
• STM2005:   4 alleles

• STM2020:   9+1 alleles
• STM3012:   6+1 alleles

� 42 alleles
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AIDA (77) 2005
AIDA - 03B02E1 (4) 2004
V. NOIRE (95) 2004
ALBANE (78) 2005
G95TT061004 - 03B07Z (49) 2004
COROLLE (87) 2005
COROLLE - 03B03E1 (38) 2004
ALOWA (79) 2005
ALOWA - 03B01E (8) 2004
CHERIE (85) 2005
CHERIE - 03B02E1 (35) 2004
ODESSA - 03B05E1 (72) 2004
G95TD019009 (95) 2005
MANUELA (116) 2005
SAMBA - 03B01K (83) 2004
APOLLINE (82) 2005
APOLLINE - 03B04E1 (20) 2004
G98SC184005 (104) 2005
ROSANNA (119) 2005
ROSANNA - 03B05P1 (81) 2004
CA-RalphsW
SUPERSTAR - 03B02Z (93) 2004
G96TT095002 (97) 2005
G96TT197008
LUCIE (113) 2005
G95TT099007 - 03B05Z (50) 2004
G96TT097001 (98) 2005
G96TT238006
PAMELA (118) 2005
PAMELA - 03B01K (75) 2004
G96TD01007
G96TT097001
G97TT228006 (58) 2004
ONDINE - 03B01E1 (73) 2004
CYNTHIA (89) 2005
CYNTHIA - 03B04Z (40) 2004
MARINE (117) 2005
MARINE - 03B01E1 (71) 2004
DAISY (91) 2005
DOROTHY (92) 2005
DOROTHY (123) 2005
DAISY - 03B01E1 (43) 2004
FANCHETTE (93) 2005
FANCHETTE  (peau rouge) (124) 2005
FANCHETTE (46) 2004
ROSABELLE - 03B01E (79) 2004
G97TT013004 (102) 2005
G97TT013004 (56) 2004
G98TT098003 (106) 2005
G97TT013008 (57) 2004
STEMSTER (122) 2005
STEMSTER - 03B01C (91) 2004
CLAUSTAR - 03B02Z (37) 2004
Charyb001
G93TT264013 (94) 2005
G93TT264013 - 03B03Z (48) 2004
G98TT289004 (111) 2005
G98TT289001 (110) 2005
G96TT018016
AMANDINE (80) 2005
AMANDINE - 03B01M (9) 2004
94F204.2 (1) 2004
G97TD002006 (101) 2005
G97TD002006 (55) 2004
CHARLOTTE (84) 2005
CHARLOTTE - 03B01K (30) 2004
G97TT228007 (59) 2004
VIOLETTE (JosÈphine) - 03B03E1 (96) 2004
PAMINA - 03B01Z (76) 2004
B.C.B (28) 2004
BLAUE S. (29) 2004
POMFINE - 03B01J (78) 2004
V. FLEISH (94) 2004
G97SC265001 (54) 2004
SPUNTA - 03B01P1 (86) 2004
AMYLA (81) 2005
AMYLA - 03B01M (15) 2004
G98SC223013 (105) 2005
DAIFLA (90) 2005
DAIFLA - 03B01E1 (41) 2004
JULIETTE (112) 2005
JULIETTE - 03B04E1 (62) 2004
JENNY - 03B02E1 (61) 2004
G96TT095002
CROSTY (88) 2005
CROSTY - 03B02E1 (39) 2004
G92TT132012-02B02P
PENELOPE - 03B01X (77) 2004
STARTER (121) 2005
STARTER - 03B01M (87) 2004
G95TT236007 (96) 2005
G95TT236007 - 03B01Z (51) 2004
G96TT197008 (99) 2005
USW1348
G97TT260001 (60) 2004
SASSY (120) 2005
SASSY - 03B01E1 (85) 2004
G92TT140007-02B01P
G97SC198002 (53) 2004
G98SC036004 (103) 2005
G98TT247007 (108) 2005
CIRIELLE (86) 2005
G97SC164002 (100) 2005
G97SC164002 (52) 2004
G98TT251007 (109) 2005
ATLAS (83) 2005
ATLAS - 03B01K (22) 2004
MAESTRO (114) 2005
MAESTRO - 03B02E1 (68) 2004
USNY122
G98TT172008 (107) 2005
MAGIC RED (115) 2005
MAGIC RED - 03B03E1 (69) 2004

51015202530354045

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:W:\Genotypage\Marquage\projets Pomme de Terre\72810 PdT-Identification variËtale\/72810.txt
Nei and Li metric
Group Average method
113 samples,  49 alleles derived from 7 loci.
Calculated the 31th March 2005 at 14h40 
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Year 2005
 Identity Control

 (Set 4)

 3 Loci
• LERNALX:    4 alleles
• STM0037:    6 alleles

• STM1003: 10 alleles
• STM1064:   4 alleles
• STM1097:   6 alleles
• STM1100: 16 alleles
• STM1105:   9 alleles
• STM2005:   4 alleles

• STM2020:         9 alleles
• STM3012:   6 alleles

�
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Set 4

125 samples

35 varieties

2 genotypes / 1 name

 AIDA (1) 2005
 AIDA (2) 2005
 AIDA (3) 2005
AIDA (77) 2005
 SAHEL (67) 2005
 ATLAS (20) 2005
 ATLAS (21) 2005
 ATLAS (22) 2005
 ATLAS (23) 2005
 ATLAS (24) 2005
 ATLAS (25) 2005
 ATLAS (26) 2005
 ATLAS (27) 2005
 ATLAS (28) 2005
ATLAS (83) 2005
 SPUNTA (70) 2005
 PAMINA (64) 2005
MAESTRO (114) 2005
 AMANDINE (5) 2005
 AMANDINE 04B02M (6) 2005
 AMANDINE (7) 2005
 AMANDINE (8) 2005
 AMANDINE (9) 2005
AMANDINE (80) 2005
 CHARLOTTE (29) 2005
 CHARLOTTE (30) 2005
 CHARLOTTE (31) 2005
 CHARLOTTE (32) 2005
 CHARLOTTE (33) 2005
CHARLOTTE (84) 2005
G97TD002006 (101) 2005
 AMYLA (10) 2005
 AMYLA (11) 2005
 AMYLA (12) 2005
 AMYLA (13) 2005
 AMYLA (14) 2005
 AMYLA (15) 2005
 AMYLA (16) 2005
 AMYLA (17) 2005
 AMYLA (18) 2005
 AMYLA (18 BIS) 2005
AMYLA (81) 2005
 DAIFLA (37) 2005
 DAIFLA (39) 2005
DAIFLA (90) 2005
 JULIETTE (53) 2005
 JULIETTE (54) 2005
JULIETTE (112) 2005
COROLLE (87) 2005
 CYNTHIA (36) 2005
CYNTHIA (89) 2005
G97SC164002 (100) 2005
G98TT251007 (109) 2005
 ROSABELLE (66) 2005
 SASSY (69) 2005
SASSY (120) 2005
CROSTY (88) 2005
 APOLLINE (19) 2005
APOLLINE (82) 2005
 CHERIE (34) 2005
 CHERIE (35) 2005
CHERIE (85) 2005
 SAMBA (68) 2005
ALOWA (79) 2005
 G95TD019009 (45) 2005
 G95TD019009 (46) 2005
G95TD019009 (95) 2005
MANUELA (116) 2005
G98SC184005 (104) 2005
 DAISY (40) 2005
 DAISY (41) 2005
 DAISY (42) 2005
 DAISY (43) 2005
DAISY (91) 2005
DOROTHY (92) 2005
DOROTHY (123) 2005
 G95TT099007 (48) 2005
LUCIE (113) 2005
G98SC036004 (103) 2005
 MARINE (59) 2005
MARINE (117) 2005
 MARIANNA (58) 2005
G98TT247007 (108) 2005
 G95TT061004 (47) 2005
ALBANE (78) 2005
 JENNY (52) 2005
 STEMSTER (74) 2005
 STEMSTER (75) 2005
STEMSTER (122) 2005
G98TT098003 (106) 2005
G98TT172008 (107) 2005
G98TT289001 (110) 2005
 G93TT264013 (44) 2005
G93TT264013 (94) 2005
 PENELOPE (65) 2005
G98TT289004 (111) 2005
ROSANNA (119) 2005
CIRIELLE (86) 2005
 STARTER (71) 2005
 STARTER (72) 2005
 STARTER (73) 2005
STARTER (121) 2005
FANCHETTE (93) 2005
FANCHETTE  (peau rouge) (124) 2005
G97TT013004 (102) 2005
G98SC223013 (105) 2005
 G96TT095002 (50) 2005
G96TT095002 (97) 2005
 G96TT097001( 51) 2005
 G96TT097001 (51 BIS) 2005
G96TT097001 (98) 2005
 PAMELA (62) 2005
 PAMELA (63) 2005
PAMELA (118) 2005
G96TT197008 (99) 2005
 ALL BLUE (4) 2005
 G95TT236007 (49) 2005
G95TT236007 (96) 2005
 MAGIC RED (55) 2005
 MAGIC RED (56) 2005
 MAGIC RED (57) 2005
MAGIC RED (115) 2005
 USNY122 (76) 2005
 ONDINE (60) 2005
 ONDINE (61) 2005

5101520253035404550

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:W:\Genotypage\Marquage\projets Pomme de Terre\72810+73034PdT\/compil.txt
Nei and Li metric
Group Average method
125 samples,  20 alleles derived from 3 loci.
Calculated the 4th April 2005 at 16h30 
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STM2005

Analyse 2004 Analyse 2005

Amyla

Apolline

Charlotte

Amyla

Apolline

Charlotte

Allele amplification increased in 2005 when compared to
2004:

e.g.: 146 pb and 165 pb ｫ･strong･ｻ in 2004, saturated in
2005 for Charlotte

Allele amplification reduced in 2005 when compared to 2004:
e.g.: 146pb scored in 2004, not in 2005, for a few samples,

� « weak » for Amyla and Apolline in 2004
e.g.: 165pb « strong » in 2004, « weak » in 2005 for Apolline

15

STM2020

Aida (1)

Amyla (13)

Atlas (21)

Chérie
(34)

G95TD019009
(45)

USNY122 (76)

Weak amplification of
minor alleles

151pb (cv Atlas),

145pb (cv Chérie)

Saturation of the major
allele

 159pb

16

Weak Allele

Allele  having a weak
amplification which results in
erratic scoring (presence vs
absence) among replicated
variety samples, therefore in
variety mis-identification.

An allele may be « weak » only
for a few varieties, not in others.

17

Frequences
« Weak alleles »
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Frequencies
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STM3012-159
STM3012-160
STM3012-161
STM3012-190
STM3012-192
STM3012-194
STM3012-196

19

« Weak » alleles

• Common
• Related to genetic background

� saturated allele vs weak allele
� variety dependant
� variety population

• Related to the PCR technology
variabilty

• Not clearly related to allelic
frequency in the gene pool..

• Useful for molecular
polymorphism analyses

20

Decision Rule

• A weak allele may be scored a « 0 »
or « 1 » in different replicates, then it

will be stored accordingly in
database.

•  But for genetic distance analyses, it
will always be scored  a  « 0 ».

21

Frequences
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7loci
49 alleles

• 2004+2005
• 76 varieties
• 113 samples

AIDA (77) 2005
AIDA - 03B02E1 (4) 2004
V. NOIRE (95) 2004
B.C.B (28) 2004
BLAUE S. (29) 2004
POMFINE - 03B01J (78) 2004
V. FLEISH (94) 2004
G97SC265001 (54) 2004
SPUNTA - 03B01P1 (86) 2004
PAMINA - 03B01Z (76) 2004
CLAUSTAR - 03B02Z (37) 2004
G97TT228007 (59) 2004
Charyb001
USNY122
ATLAS (83) 2005
ATLAS - 03B01K (22) 2004
MAESTRO (114) 2005
MAESTRO - 03B02E1 (68) 2004
ALBANE (78) 2005
G95TT061004 - 03B07Z (49) 2004
COROLLE (87) 2005
COROLLE - 03B03E1 (38) 2004
G98TT251007 (109) 2005
AMANDINE (80) 2005
AMANDINE - 03B01M (9) 2004
94F204.2 (1) 2004
CHARLOTTE (84) 2005
CHARLOTTE - 03B01K (30) 2004
G97TD002006 (101) 2005
G97TD002006 (55) 2004
CA-RalphsW
VIOLETTE (JosÈphine) - 03B03E1 (96) 2004
SUPERSTAR - 03B02Z (93) 2004
G98SC036004 (103) 2005
G98TT247007 (108) 2005
SASSY (120) 2005
SASSY - 03B01E1 (85) 2004
G92TT140007-02B01P
G97SC198002 (53) 2004
G96TT095002
G97TT228006 (58) 2004
ONDINE - 03B01E1 (73) 2004
AMYLA (81) 2005
AMYLA - 03B01M (15) 2004
G98SC223013 (105) 2005
DAIFLA (90) 2005
DAIFLA - 03B01E1 (41) 2004
JULIETTE (112) 2005
JULIETTE - 03B04E1 (62) 2004
JENNY - 03B02E1 (61) 2004
CROSTY (88) 2005
CROSTY - 03B02E1 (39) 2004
G92TT132012-02B02P
PENELOPE - 03B01X (77) 2004
STARTER (121) 2005
STARTER - 03B01M (87) 2004
G95TT236007 (96) 2005
G95TT236007 - 03B01Z (51) 2004
ALOWA (79) 2005
ALOWA - 03B01E (8) 2004
SAMBA - 03B01K (83) 2004
APOLLINE (82) 2005
APOLLINE - 03B04E1 (20) 2004
CHERIE (85) 2005
CHERIE - 03B02E1 (35) 2004
ODESSA - 03B05E1 (72) 2004
G95TD019009 (95) 2005
MANUELA (116) 2005
CYNTHIA (89) 2005
CYNTHIA - 03B04Z (40) 2004
MARINE (117) 2005
MARINE - 03B01E1 (71) 2004
DAISY (91) 2005
DOROTHY (92) 2005
DOROTHY (123) 2005
DAISY - 03B01E1 (43) 2004
STEMSTER (122) 2005
STEMSTER - 03B01C (91) 2004
FANCHETTE (93) 2005
FANCHETTE  (peau rouge) (124) 2005
FANCHETTE (46) 2004
G97TT013004 (102) 2005
G97TT013004 (56) 2004
G98TT098003 (106) 2005
G97TT013008 (57) 2004
G98SC184005 (104) 2005
ROSANNA (119) 2005
ROSANNA - 03B05P1 (81) 2004
ROSABELLE - 03B01E (79) 2004
G96TT095002 (97) 2005
G96TT197008
LUCIE (113) 2005
G95TT099007 - 03B05Z (50) 2004
G96TT097001 (98) 2005
G96TT238006
PAMELA (118) 2005
PAMELA - 03B01K (75) 2004
G96TD01007
G96TT097001
G93TT264013 (94) 2005
G93TT264013 - 03B03Z (48) 2004
G98TT289004 (111) 2005
G98TT289001 (110) 2005
G96TT018016
G96TT197008 (99) 2005
USW1348
G97TT260001 (60) 2004
G97SC164002 (100) 2005
G97SC164002 (52) 2004
CIRIELLE (86) 2005
G98TT172008 (107) 2005
MAGIC RED (115) 2005
MAGIC RED - 03B03E1 (69) 2004

51015202530354045

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:F:\Genotypage\Marquage\Bases de donnÈes\Potato data\SSR germicopa\/7SSR.txt
Nei and Li metric
Group Average method
113 samples,  49 alleles derived from 7 loci.
Calculated the 10th May 2005 at 16h35 
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3loci
20 alleles

• 2004+2005
• 76 varieties
• 190 samples

 AIDA (1) 2005
 AIDA (2) 2005
 AIDA (3) 2005
AIDA (77) 2005
AIDA - 03B02E1 (4) 2004
 SAHEL (67) 2005
CLAUSTAR - 03B02Z (37) 2004
G97TT228007 (59) 2004
G96TT018016
 APOLLINE (19) 2005
APOLLINE (82) 2005
APOLLINE - 03B04E1 (20) 2004
 AMANDINE (5) 2005
 AMANDINE 04B02M (6) 2005
 AMANDINE (7) 2005
 AMANDINE (8) 2005
 AMANDINE (9) 2005
AMANDINE (80) 2005
AMANDINE - 03B01M (9) 2004
G97TD002006 (101) 2005
G97TD002006 (55) 2004
G98TT172008 (107) 2005
G98TT289001 (110) 2005
CA-RalphsW
G97SC265001 (54) 2004
 CHARLOTTE (29) 2005
 CHARLOTTE (30) 2005
 CHARLOTTE (31) 2005
 CHARLOTTE (32) 2005
 CHARLOTTE (33) 2005
CHARLOTTE (84) 2005
CHARLOTTE - 03B01K (30) 2004
 G95TD019009 (45) 2005
 G95TD019009 (46) 2005
G95TD019009 (95) 2005
ODESSA - 03B05E1 (72) 2004
MANUELA (116) 2005
 CHERIE (34) 2005
 CHERIE (35) 2005
CHERIE (85) 2005
CHERIE - 03B02E1 (35) 2004
 SAMBA (68) 2005
SAMBA - 03B01K (83) 2004
ALOWA (79) 2005
ALOWA - 03B01E (8) 2004
 DAIFLA (37) 2005
 DAIFLA (39) 2005
DAIFLA (90) 2005
DAIFLA - 03B01E1 (41) 2004
COROLLE (87) 2005
COROLLE - 03B03E1 (38) 2004
 JULIETTE (53) 2005
 JULIETTE (54) 2005
JULIETTE (112) 2005
JULIETTE - 03B04E1 (62) 2004
G96TT095002
94F204.2 (1) 2004
G98SC184005 (104) 2005
 AMYLA (10) 2005
 AMYLA (11) 2005
 AMYLA (12) 2005
 AMYLA (13) 2005
 AMYLA (14) 2005
 AMYLA (15) 2005
 AMYLA (16) 2005
 AMYLA (17) 2005
 AMYLA (18) 2005
 AMYLA (18 BIS) 2005
AMYLA (81) 2005
AMYLA - 03B01M (15) 2004
 CYNTHIA (36) 2005
CYNTHIA (89) 2005
CYNTHIA - 03B04Z (40) 2004
G97SC164002 (100) 2005
G97SC164002 (52) 2004
 JENNY (52) 2005
JENNY - 03B02E1 (61) 2004
 STEMSTER (74) 2005
 STEMSTER (75) 2005
STEMSTER (122) 2005
STEMSTER - 03B01C (91) 2004
G97TT013008 (57) 2004
G98TT098003 (106) 2005
 ATLAS (20) 2005
 ATLAS (21) 2005
 ATLAS (22) 2005
 ATLAS (23) 2005
 ATLAS (24) 2005
 ATLAS (25) 2005
 ATLAS (26) 2005
 ATLAS (27) 2005
 ATLAS (28) 2005
ATLAS (83) 2005
ATLAS - 03B01K (22) 2004
 SASSY (69) 2005
SASSY (120) 2005
SASSY - 03B01E1 (85) 2004
G92TT140007-02B01P
CROSTY (88) 2005
CROSTY - 03B02E1 (39) 2004
G92TT132012-02B02P
G97SC198002 (53) 2004
CIRIELLE (86) 2005
 PAMINA (64) 2005
PAMINA - 03B01Z (76) 2004
 SPUNTA (70) 2005
SPUNTA - 03B01P1 (86) 2004
MAESTRO (114) 2005
MAESTRO - 03B02E1 (68) 2004
POMFINE - 03B01J (78) 2004
Charyb001
 DAISY (40) 2005
 DAISY (41) 2005
 DAISY (42) 2005
 DAISY (43) 2005
DAISY (91) 2005
DOROTHY (92) 2005
DOROTHY (123) 2005
DAISY - 03B01E1 (43) 2004
 G95TT099007 (48) 2005
LUCIE (113) 2005
G95TT099007 - 03B05Z (50) 2004
G98SC036004 (103) 2005
 MARINE (59) 2005
MARINE (117) 2005
MARINE - 03B01E1 (71) 2004
 MARIANNA (58) 2005
G98TT247007 (108) 2005
 G95TT061004 (47) 2005
ALBANE (78) 2005
G95TT061004 - 03B07Z (49) 2004
G98TT251007 (109) 2005
 G93TT264013 (44) 2005
G93TT264013 (94) 2005
G93TT264013 - 03B03Z (48) 2004
 G96TT095002 (50) 2005
G96TT095002 (97) 2005
G96TT197008
 G96TT097001( 51) 2005
 G96TT097001 (51 BIS) 2005
G96TT097001 (98) 2005
G96TT238006
 PAMELA (62) 2005
 PAMELA (63) 2005
PAMELA (118) 2005
PAMELA - 03B01K (75) 2004
 ROSABELLE (66) 2005
ROSABELLE - 03B01E (79) 2004
G96TD01007
 PENELOPE (65) 2005
PENELOPE - 03B01X (77) 2004
G98TT289004 (111) 2005
ROSANNA (119) 2005
ROSANNA - 03B05P1 (81) 2004
 STARTER (71) 2005
 STARTER (72) 2005
 STARTER (73) 2005
STARTER (121) 2005
STARTER - 03B01M (87) 2004
FANCHETTE (93) 2005
FANCHETTE  (peau rouge) (124) 2005
FANCHETTE (46) 2004
G97TT013004 (102) 2005
G97TT013004 (56) 2004
G98SC223013 (105) 2005
G96TT197008 (99) 2005
G97TT260001 (60) 2004
USW1348
 G95TT236007 (49) 2005
G95TT236007 (96) 2005
G95TT236007 - 03B01Z (51) 2004
 MAGIC RED (55) 2005
 MAGIC RED (56) 2005
 MAGIC RED (57) 2005
MAGIC RED (115) 2005
MAGIC RED - 03B03E1 (69) 2004
 USNY122 (76) 2005
G96TT097001
 ONDINE (60) 2005
 ONDINE (61) 2005
ONDINE - 03B01E1 (73) 2004
G97TT228006 (58) 2004
SUPERSTAR - 03B02Z (93) 2004
VIOLETTE (JosÈphine) - 03B03E1 (96) 2004
 ALL BLUE (4) 2005
B.C.B (28) 2004
BLAUE S. (29) 2004
V. FLEISH (94) 2004
USNY122
V. NOIRE (95) 2004

5101520253035404550

Java Genetic Distance version 2.4 (C) Agrogene 2000
Data drawn from data file : 
file:F:\Genotypage\Marquage\Bases de donnÈes\Potato data\SSR germicopa\/3SSR.txt
Nei and Li metric
Group Average method
190 samples,  20 alleles derived from 3 loci.
the 10th May 2005 at 17h03 
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DISCUSSION

� SSR markers reveal a high
degree of DNA polymorphism
and a large genetic diversity
within a limited potato gene
pool;

�As low as 3 selected markers (or
20 alleles) might discriminate
potato varieties within a limited
potato gene pool.

25

Improvement in repetability
of the SSR fingerprints.

�Select markers & alleles for DNA
polymorphism, scoring reliability
and stability within large &
diversified potato variety pool.

�Reduce and stabilise occurences of
« weak alleles » by improving PCR
technology.

26

Thank you  !

[End of document]


