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Court precedent on infringement of PBR in Japan

Inthe caseofPBR infringement rialinJapan, a judgment was foundjudged
notto be adoptedasevidence for DNA variety identficatontechnique whose
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* The variety identificationtechnigue that wasusd inthistrislwasnot the.
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Inthe caseof infringement, the DNA variety idertification techriguethat hasnot
been validated s not adoptedasevidence inthe court, and tishighly likey that it
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infringement of plant breeders'ights.

Forthat reason, it s necessaryto confirmthe validityof the technique or the plart.
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* IfDNA variety identification technique has not been validated, there
will be possibility notto be adopted as evidence inthe court

+ Asaresult itishighly likely that itwill not be able to fulfillthe role of
proof of infringement at the time of infringement of plantbreeders’
rights

* What is needed isthat anyone can conduct the DNA variety
identification technique and whoever makes the judgment willget the
same result

Inview of the above, in order to provide variety identification technique based
‘on the DNA analysistechnique as supportwork for infringement of plant
breeders rightat NCSS, we validate this variety identification technique and, at
the same time, we are advancing the expansion of plant species and buildinga
databaseto expand the number of adaptable varieties.
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Thank you for your attention!

Center for Seeds and Seedlings, NARO

'I URL: hittp://www.naro affrc go.jp/english/ncss/index htmi
NARO  mai: hinsp_gmenenarosfircgop
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