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Rice (Oryza sativa L.) is a staple food for more than half
of the world’s population, and especially is of the main
dish of Iranian consumers.
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New varieties of rice are bred through public research

breeding programs mostly carried out by

* Rice Research Institute of Iran (RRII), and
* Genetic and Agricultural Biotechnology In:
of Tabarestan (GABIT) of SANR University,

with some of them bearing genetic material of varieties of
Research Institute (IRRI), known as IR

International
varieties.
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Molecular Markers in DUS Testing of Rice Vari
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Identification and Distinctness of Iranian Rice
Varieties with SSR Markers
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Although these markerscan differentiate the varieties,
they do not reflect the expressed characters
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“Characteristic-specificmolecular markers”

Could the breeder-friendly markers used in
MAS breeding programs

be deployed as examiner-friendly markers in
Variety Identification and DUS testing?
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Plant Material

Atotal of 43 rice varieties including

17 varieties bred by RRII,

10 varieties bred by GABIT,
12 Iranian localvarieties, and
4 lines from IRRI

were used inthis study
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‘Table - Mean comparison for grain and decorticated grain length in two
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Is there a match between genotype and phenotype ?
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Genic (functional) markers could be used in

grouping of varieties
Identification and distinctness of varieties,

asthey are
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