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1. ldentification of quince varieties

No. Cultivar name Origin Use
1 Acucar unknown unknown
2  Angers France rootstock
3 BA-29 France rootstock A
4  Champion USA fruit
5  Cheldow unknown rootstock
6 C-26-L-1 unknown unknown
7 C-98-4 unknown unknown
8 Doue unknown rootstock
9 Kaori (Aomori) Japan fruit .
10 Kaori (Nagano) Japan fruit Kaor i
11 Portugal Portugal fruit/rootstock
12  Quince A England rootstock
13  Quince B England rootstock
14 Quince C England rootstock
15 Smyrna (Akita) USA fruit
16  Smyrna (Aomori) USA fruit
17 Smyrna (Nagano) USA fruit
18 Sydo France rootstock
19 Vitory unknown rootstock

20 Zairaishu Japan fruit
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SSR analysis

- Totall genomic DNA
SSR amplification using
118 SSRs (40 pear and 78 applg)
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2 . Cross-genus amplification of SSR markers

Ampification 0L 2CR®  onginated from
quince pear apple from pear apple

+ + + 20 (7) * 53 (30)

- + + 8 12

+ - + 0 4 (2)

+ + - 0 0

- + - 12 0

- - + 0 9

* No. of SSR markers producing polymorphic bands
was shown in parenthesis
(modified from Yamamoto et al. 2004, Breed. Sci.)
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Fig. Amplified fragment patterns of the NB103a SSR in
20 quince varieties ( modified from Yamamoto et a/. 2004, Breed. Sci.)
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( modified from Yamamoto et a/. 2004, Breed. Sci.)

NCSS/NIFTS

T. Kimura

T. Yamamoto
Y. Ban

8 Acknowledgements
NCSS NIFTS

M. Osono T. Hayashi
N. Asano C. Nishitani
T. lida

J. Soejima
T. Sanada

[End of document]



