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1. According to the recommendations in the Test Guidelines for Maize, document TG/2/7, we follow the 
required steps to assess the distinctness of hybrid varieties. First, we describe their parental lines and check 
their distinctness in comparison with our reference collection (5000 lines). At the same time, we check the 
originality of the hybrid formula in comparison with those of the hybrids of our reference collection (4500 
hybrids). Finally, we assess distinctness at the hybrid level for varieties with a similar formula. 
 
2. For the assessment of distinctness of the hybrid lines, we divide our process into different steps in 
order to identify the similar hybrids (with a similar formula). We have started a study to include molecular 
data (SNP) in addition to the hybrid formula data and morphological description. After a methodological 
study, we have been successful in developing a rule taking into account the hybrid formula, morphological 
data and molecular data. 
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