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	According to the recommendations in the Test Guidelines for Maize, document TG/2/7, we follow the required steps to assess the distinctness of hybrid varieties. First, we describe their parental lines and check their distinctness in comparison with our reference collection (5000 lines). At the same time, we check the originality of the hybrid formula in comparison with those of the hybrids of our reference collection (4500 hybrids). Finally, we assess distinctness at the hybrid level for varieties with a similar formula.

	For the assessment of distinctness of the hybrid lines, we divide our process into different steps in order to identify the similar hybrids (with a similar formula). We have started a study to include molecular data (SNP) in addition to the hybrid formula data and morphological description. After a methodological study, we have been successful in developing a rule taking into account the hybrid formula, morphological data and molecular data.
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o assess distinctness of hybrids, a pre-screening system on the basis of the parental
lines and the formula may be established according o the following
recommendations:

(i) description of parental lines according tothe Test Guidelines;

(i) check of the originality ofthe parenta! lines in comparison withthe reference.
collection, based on the characteristicsin order to screen the closestinbred lines;

(i) check of the originality of the hybrid formula in comparison with those of the
hybrids incommon knowledge, taking into accountthe closestinbred lines;

(iv) assessment of the distinctness atthe hybrid level of varieties with a similar
formula.
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3/ Identification of hybrid's pairs with a morphological distance less than the
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Calculate genetic distance betueen 2 observed genotypes of hybrids
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Genetic Distance used into the process to select the most similar

hybrids to be compared to the field

® New rules adopted for national listing, thresholds came into force
January 2017

® Oficially used since 2017 new applications

Benefits
® Not necessary to genotype all the reference collection of hybrids
® Reasonable number of pairs to checkin the field
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